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gtccttccac c atg cac teg ctg ggc ttc ttc tct gtg gcg tgt tct ctg 
Met His Ser Leu Gly Phe Phe Ser Val Ala Cys Ser Leu 

-20 -15 

etc gec get gcg ctg etc ccg ggt cct cgc gag gcg ccc gee gee gee 

52 Leu Ala Ala Ala Leu Leu Pro Gly Pro Arg Glu Ala Pro Ala Ala Ala 

53 -10 "5 -11 5 

55 gec gec ttc gag tec gga etc gac etc teg gac gcg gag ccc gac gcg 
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59 ggc gag gee acg get tat gca age aaa gat ctg gag gag cag tta egg 

60 Gly Glu Ala Thr Ala Tyr Ala Ser Lys Asp Leu Glu Glu Gin Leu Arg 
25 30 35 ' 
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40 45 50 
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ttgttaaaag 


gaaagaagtt 


ccaccaccaa 


acatgcagct 


gttacagacg 


1020 


J z _> 


gccatgtacg 


aaccgccaga 


aggcttgtga 


gccaggattt 


tcatatagtg 


aagaagtgtg 


1080 


"397 
J z / 


tcgttgtgtc 


ccttcatatt 


ggcaaagacc 


acaaatgagc 


taagattgta 


ctgttttcca 


1140 


J4? 


gttcatcgat 


tttctattat 


ggaaaactgt 


gttgccacag 


tagaactgtc 


tgtgaacaga 


1200 


Q T 1 


gagacccttg 


tgggtccatg 


ctaacaaaga 


caaaagtctg 


tctttcctga 


accatgtgga 


1260 


j j J 


taactttaca 


gaaatggact 


ggagctcatc 


tgcaaaaggc 


ctcttgtaaa 


gactggtttt 


1320 


5 50 


ctgccaatga 


ccaaacagcc 


aagattttcc 


tcttgtgatt 


tctttaaaag 


aatgactata 


1380 


5 5 / 


taatttattt 


ccactaaaaa 


tattgtttct 


gcattcattt 


ttatagcaac 


aacaattggt 


1440 


T "5 Q 


aaaactcact 


gtgatcaata 


tttttatatc 


atgcaaaata 


tgtttaaaat 


aaaatgaaaa 


1500 


"5/11 


ttgtatttat 


aaaaaaaaaa 


aaaaaa 


















1526 


T /t yl 
J 4 4 


<210> SEQ ID NO 


4 






























<211> LENGTH: 350 




























T /t £ 


<212> TYPE: 


PRT 






























O/i 7 

/ 


<213> ORGANISM: 


homo 


sapiens 




















*3 A Q 

j 4 y 


<400> SEQUENCE: 


4 




























5 j! 


Met 


Thr 


Val 


Leu 


Tyr 


Pro 


Glu 


Tyr 


Trp 


Lys 


Met 


Tyr 


Lys 


Cys 


Gin 


Leu 






1 








5 












10 










15 






T tr /l 
:> D4 


Arg 


Lys 


Gly 


Gly 


Trp 


Gin 


His 


Asn 


Arg 


Glu 


Gin 


Ala 


Asn 


Leu 


Asn 


Ser 




ODD 








20 












25 










30 








OCT 

J J / 


Arg 


Thr 


Glu 


Glu 


Thr 


He 


Lys 


Phe 


Ala 


Ala 


Ala 


His 


Tyr 


Asn 


Thr 


Glu . 




TCQ 
J JO 






35 












40 










45 










J bU 


lie 


Leu 


Lys 


Ser 


He 


Asp 


Asn 


Glu 


Trp 


Arg 


Lys 


Thr 


Gin 


Cys 


Met 


Pro 




jDI 




50 












55 










60 












OCT 

J b o 


Arg 


Glu 


Val 


Cys 


He 


Asp 


Val 


Gly 


Lys 


Glu 


Phe 


Gly 


Val 


Ala 


Thr 


Asn 




J b 4 


65 










70 










75 










80 




Off 

JUD 


Thr 


Phe 


Phe 


Lys 


Pro 


Pro 


Cys 


Val 


Ser 


Val 


Tyr 


Arg 


Cys 


Gly 


Gly 


Cys 




5b / 










85 












90 










95 






n /- A 

j by 


Cys 


Asn 


Ser 


Glu 


Gly 


Leu 


Gin 


Cys 


Met 


Asn 


Thr 


Ser 


Thr 


Ser 


Tyr 


Leu 




J / u 








100 












105 










110 








5 12. 


Ser 


L Y S 


Thr 


Leu 


Phe 


Glu 


He 


Thr 


Val 


Pro 


Leu 


Ser 


Gin 


Gly 


Pro 


Lys 




5 15 






115 












120 










125 










5 / D 


Pro 


Val 


Thr 


He 


Ser 


Phe 


Ala 


Asn 


His 


Thr 


Ser 


Cys 


Arg 


Cys 


Met 


Ser 




o 7 £ 

o / b 




130 












135 










140 












*3 "7 Q 


Lys 


Leu 


Asp 


Val 


Tyr 


Arg 


Gin 


Val 


His 


Ser 


He 


He 


Arg 


Arg 


Ser 


Leu 




J / y 


145 










150 










155 










160 




■301 

JOl 


Pro 


Ala 


Thr 


Leu 


Pro 


Gin 


Cys 


Gin 


Ala 


Ala 


Asn 


Lys 


Thr 


Cys 


Pro 


Thr 




382 










165 












170 










175 






384 


Asn 


Tyr 


Met 


Trp 


Asn 


Asn 


His 


He 


Cys 


Arg 


Cys 


Leu 


Ala 


Gin 


Glu 


Asp 




385 








180 












185 










190 








387 


Phe 


Met 


Phe 


Ser 


Ser 


Asp 


Ala 


Gly 


Asp 


Asp 


Ser 


Thr 


Asp 


Gly 


Phe 


His 




388 






195 












200 










205 










390 


Asp 


He 


Cys 


Gly 


Pro 


Asn 


Lys 


Glu 


Leu 


Asp 


Glu 


Glu 


Thr 


Cys 


Gin 


Cys 




391 




210 












215 










220 












393 


Val 


Cys 


Arg 


Ala 


Gly 


Leu 


Arg 


Pro 


Ala 


Ser 


Cys 


Gly 


Pro 


His 


Lys 


Glu 




394 


225 










230 










235 










240 





Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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